Microbial community structure is distinct across the Holocene-Pleistocene boundary In ancient
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Figure 2: PCOA analysis of detected OTUs Epoch
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bars represent Pearson’s correlation H
coefficient of the tested Soil parameters to
OTUs.
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Figure 1: PCOA analysis of soil edaphic Holocene
parameters based on Bray-Curtis distance * Pleistocene
matrix. The bars represent Pearson’s

correlation coefficient of the tested

parameters to samples.

H: Holocene

P1: Late Pleistocene 13 (341-347 cm)

P2: Mid-Pleistocene
13 (327-332 cm)

P

PC2 (12.226%)

11 (296-301 cm) H

11 (314-319 cm) 7 (174179 cm) ¢
7 (179-184 cm

PC1 (41.2 %)

H vs P1 (p=0.0016%)
H vs P2 (p=0.0016%)
P1 vs P2 (p=0.0019%)

PC1 (76.256%)

Amplicon
targeted
Metagenomics

Microbial
Community
Analysis




